Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.003 Å; R factor = 0.054; wR factor = 0.146; data-to-parameter ratio = 17.9.
Related literature
For the crystal structure of a related pyrazole derivative studied recently by our group, see: Shen et al. (2011) . 165 parameters H-atom parameters constrained Á max = 0.40 e Å À3 Á min = À0.59 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 1; (ii) Àx þ 2; Ày; Àz þ 2.
Data collection: CrystalClear (Rigaku, 2008); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. This work was supported by the Scientific Research Foundation for Talent Introduction of Nantong University (grant No. 03080226). In (I) ( Fig. 1 ), all bond lengths and angles are normal and correspond to those observed in the related compound (Shen et al., 2011) . The dihedral angle between the substituted benzene ring and pyrazole ring is 72.8 (3) °. The crystal packing exhibits weak intermolecular C-H···O interactions (Table 1) , which link molecules into chains along [01-1].
5-(2,4-Dichlorophenoxy

Experimental
To a stirred solution of 1-methyl-3-methyl-5-chloro-1H-pyrazole-4-carbaldehyde(30 mmol) and 2,4-dichlorophenol(48 mmol) in DMF(30 ml) was added potassium hydroxide(60 mmol) at room temperature. The resulting mixture was heated to 388 k for 6 h. Then the reaction solution was poured into cold water(100 ml) and extracted with ethyl acetate (3 * 60 ml).
The organic layer was dried over anhydrous magnesium sulfate. After removal of the solvent, the residue was recrystallized from ethyl acetate/petroleum ether to give colourless crystals.
Refinement
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